Summary: The searchable mutant database PLPMDB has been developed to provide rapid and simple access to relevant mutant information on Pyridoxal-5'-phosphate dependent enzymes. All data have been extracted from publications and publicly available databases, then organized in a relational database to enable searching via a web-based search form. The current version of PLPMDB contains 688 mutants described in 220 research papers. The database is a useful tool for planning mutant experiments and for interpretation of information from such experiments.
searches in PubMed (http://www.ncbi.nlm.nih.gov/) . Table 1 summarizes the resources at the basis for the PLPMDB database. Sequences and 3D structures of Pyridoxal-5'-phosphate dependent enzymes have been extracted from SWISS-PROT and PROTEIN DATABANK (Berman et al., 2000) via SRS system (Zdobnov et al., 2002) . All data collected have been stored in a Microsoft Access relational database. A schematic diagram of the ER model of PLPMDB can be found at web site http://www.studiofmp.com/plpmdb/ermodel.gif. To guarantee high quality data, the Pyridoxal-5'-phosphate dependent enzymes that have been mutated have to be present in the annotated database SWISS-PROT. PLPMDB contains 688 mutants described in 220 research papers. Each mutant entry contains references and hyperlinks to other databases. Table 2 WWW-based form gives access to a system that allows the user to query the database for specific substitutions, reported biological effects, specific protein or species. Furthermore bibliographic oriented queries may be performed. I have also prepared some lists that may be useful entry points into the database (list of papers referenced, list of all sequences and 3d structures, list of all mutations and mutants in the PLPMDB database). In summary PLPMDB is a web-based bioinformatics tool for Pyridoxal-5'-phosphate dependent enzymes research that combines mutation information from different sources. The database is a useful tool for planning mutant experiments and for interpretation of information from such experiments. The approaches that I have used to create this database are generally applicable to building databases for mutagenesis studies of other protein families. Moreover, mutation information from the literature continues to be added manually on a monthly basis. Additional information and statistical data about PLPMDB are accessible at:
http://www.studiofmp.com/plpmdb/index.htm
